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ABSTRACT                        Cereal crops belonging to temperate grasses are fundamental sources of human 
nutrition therefore their agronomical improvement is centrally important. For this purpose the 
establishment of an experimental model system for these monocot plants is essential in plant 
biology research. Considering its advantageous morphological and physiological virtues taken 
together with the results of the advanced genomics research the Brachypodium distachyon 
became the new model plant for the Poaceae. The aim of our work is to adapt and possibly 
improve the Agrobacterium-mediated transformation method using embryogenic callus from 
in vitro cultures and furthermore develop an in planta methodology via Agrobacterium tume-
faciens for Brachypodium in order to simplify the transformation procedure.















Figure 1. Schematic diagram of T-DNA of the pEGAD plant expression 
vector. LB, left border; 35S pr, cauliflower mosaic virus 35S promoter; 
eGFP, enhanced green fluorescent protein gene; NOS t, nopaline 
synthase terminator; BASTAR, gluphosinate resistance gene; RB, right 
border. 
Figure 2. Isolation of the unmatured embryos of Brachypodium dis-
tachyon. Seeds with palea and after the embryo excision, Bar = 2 mm 
(A); isolated embryos with different size, harvested from the same 
plant (B).
Figure 3. Steps of the in planta transformation. Developing root and 
shoot 2 days after the infection (A); 4 days after the transformation 
(B); 1 week old plantlets in the greenhouse (C).
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